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Figure 1. The evolutionary relationships of human, chimpanzee, and orangutan.
a: human lineage, b: chimpanzee lineage, ¢ and d: common ancestor lineage.
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Table 1: Rates of gain and loss of microsatellite loci per year in the orthologous genomic regions

in the human and chimpanzee lineages

Repeat unit Human Chimpanzee Common ancestor
Gain Loss Gain Loss Gain Loss
Mononucleotide 2.5 x 10 1.6x102 2.7x10"1 1.6x102 1.8 2.6
Dinucleotide 3.2x102 82x10* 3.4x102 84x10*% 42x102 1.1x10"
Trinucleotide 5.6 x 103 1.4x10% 6.1x103 1.5x10% 4.2x10% 1.5x102
Tetranucleotide  3.3x10°% 44x10% 39x10% 52x10% 6.9x10% 6.7x10°%
Pentanucleotide 1.3 x 108 1.5x10% 1.6x103 1.8x10% 1.7x10% 1.9x103
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Table 2. Rates of gain and loss of repeats per locus per year in the orthologous genomic

regions in the human and chimpanzee lineages

Repeat unit Human Chimpanzee Common ancestor
Gain Loss Gain Loss Gain Loss
Mononucleotide 1.4x10° 8.8x 10 2.0x10° 9.0x 10 3.8x10° 4.1x10°
Dinucleotide 8.2x 101 4.6x101 99x10' 6.2x 1010 3.6 x 1010 4.3 x 1010
Trinucleotide 1.1 x10° 8.0x10"7 1.6x10° 87x10' 52x 101 6.2x 101
Tetranucleotide  9.0x10° 3.7x10° 1.2x10% 52x10° 2.1x10° 3.1x10°
Pentanucleotide 1.0x10% 29x10° 1.1x10% 35x10° 1.0x10° 3.5x10°




